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SARS-CoV-2: Evropa — pocty WGS k 23. 9. 2024
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Genomicka epidemiologie SARS-CoV-2 v Evropé za poslednich 6 mésicu
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SARS-CoV-2: Evropa distribuce variant k 23. srpnu 2024

* Dochazi k postupnému naruistu detekce nové
varianty XEC

* XEC je rekombinantou variant KS.1.1 a KP.3.3,
byla poprvé objevena v Nékecku

Dominuijici varianty
e KP3.1.1-53.95%
« XEC-9.06%

* KP3.1-7.19% Sekvenace SARS-CoV-2 od 1.8.2024 v
¢

\‘""Q

Zastoupeni detekci
sledovanych variant v CR

= BQ.1.1.32 = KP.1.1 = KP.1.1.5 KP.2.2 = KP.2.3

20 nejcetnéjsich variant v Evropé od 13. 4. 2024
Celkem 3 487 WGS

LB.1.3(0.71%)
LB.1(0.8%)
KS.1.1(0.87%)
KP2.2(0.87%)
KP2(0.97%)
KP1.1.3(1...
KP3(1.13%)
IN.1.16.1...
IN.1.40(1...
KP3.1.3(..
KP3.3(2....
MC.1(2.3...
IN.1.8(2....
KP2.3(2.5...
IN1(2.71%)
IN.1.16(2.9%)
IN.1.11(3.9%) -
KP3.1(7.19%)

KP3.1.1(53.95

Zdroj: GISAID epicov



SARS-CoV-2: Varianta XEC

Country Pangolin Li.. Division Min.Date  Max. Date N Tracking SARSCoV2 Lineage XEC* over time
UsA e Nework §/6/2024 _9/11/2024 L [XEC: Recombinant of KS.1.1 (BA.2.86.1.1.13.1.1.1) & KP.3.3 (BA.2.86.1.1.11.1.3.3)] Pangolin Lineage
New Jersey 9/11/2024 19 o
California 8/11/2024 9/11/2024 18 2023 2024
Virginia 7/14/2024  9/9/2024 12 220 | = 900 Region
7 v vz 7 Ohio Null Null 12 Al
° V | d d b t k | d Washington 7/26/2024 9/11/2024 8
pos e nl O e pa rl e S e Ova nym Delaware 8/28/2024 9/3/2024 8 200
Arizona 7/28/2024  8/30/2024 8 800  Country
. s s s v v s : ; Al
variantam se schopnosti rychlého Sireni e i
Texas 8/3/2024  9/2/2024 6
Rhode Island 8/7/2024  8/27/2024 6 700 T”’"D""gs"’a‘egy
4 M4 H H Utah 8/20/2024 9/8/2024 5 160
XEC, ktera patri mezi potomky JN.1 a je e
Maryland 7/23/2024 _8/24/2024 5 s *infoifavibl
k b- k° _IN 1. KS 1 1 lowa 8/22/2024 9/12/2024 4 140 All
rekombinantou potomku A .1.14a linois g2/2028 _ 9j2/2024 i .
South Dakota 8/5/2024  8/20/2024 3 3 g
Massachusetts 8/21/2024 8/26/2024 3 L & S0 2
KP.3.3. Florida /7/2024  9/6/2024 3 P §
Pennsylvania 7/25/2024 _8/19/2024 2 g ing &
North Carolina 8/13/2024 8/21/2024 2 E 40 g
South Carolina 8/13/2024 8/13/2024 1 & &
Michigan 7/29/2024 7/29/2024 i 80
, ;v . , , Hawaii 7/29/2024 7/29/2024 1 300
° Z t d t KP3 1 1 District of Columbia 8/24/2024  8/24/2024 1
atim nenil zrejme, zda se miIsto .O. 1. Colorado T/2s/2024 feafeves |1 %
sy s . , . . . Germany XEC Bavaria 6/27/2024 _9/2/2024 36 556
Sta ne prlstl domlnantnl va rlantou ale eil North Rhine-Westphalia  7/2/2024 _ 9/3/2024 23 w
’ J J Berlin 6/24/2024 9/2/2024 15
~ Baden-Wurttemberg 7/16/2024  8/28/2024 13
H H L4 b4 4 N7 Lower Saxony 7/28/2024  8/27/2024 1 i 100
dominanci mizeme v CR ofekavat z Fijnu. R
Schleswig-Holstein 7/24/2024 _8/30/2024 5 ttaly | ttaly
Saarland 8/14/2024 8/29/2024 3 0 j=—— 0
Rhineland-Palatinate 7/8/2024 _ 8/29/2024 3
Brandenburg 8/26/2024 9/3/2024 3 78 € R & % 8 8 8 @ % 8 8 &
. . 7 v Vé . ’rv Thuringia 8/24/2024  8/27/2024 2 8 % ] % % 3 3 3 3 3 3 3 ] 3
* Klinické priznaky - zatim nejsou hlaseny T R — E IR
United Kingdom XEQ Scotland 5/27/2024: 9/2/2024 L Tracking XEC* Lineage (recombinant of KS.1.1/KP.3.3) with signature mutations: Spike T22N, Spike F59S, Spike
. s . England 7/16/2024 Wlievic 28 F456L, Spike Q493E, Spike V1104L, Orfob:P3H, N:R204P | Source: GISAID 9/23/2024 3:43:30 AM | NYITCOM
netyplcke prOJeVy_ Walds S g &) Research Report | Epi Weeks are based on Specimen Collection Dates | Note: Data from recent epi-weeks are
Northern Ireland 8/12/2024 _ 8/12/2024 & incomplete; Potential Collection date error: Week 1@ 2023
Canada XEC Ontario 8/9/2024  9/10/2024 63
Alberta 7/28/2024 _8/31/2024 13
Quebec 8/25/2024 9/2/2024 4
British Columbia 8/27/2024 _8/30/2024 3
New Brunswick 9/11/2024 9/13/2024 2 -

Tracking SARSCoV2 XEC* Lineage (recombinant of KS.1.1/KP.3.3) over time | Min. Date/Max. Date = Earliest/ Latest
Sample Collection Dates | Data is dynamic and the recent epiweek is incomplete | Ancludes airport surveillance and
targeted sequencing data

More info on XEC* lineages:

1. PANGO Issue: ht sigl 717
2. Mutational Profile: https:/ tter.cor 3 atus/183034: 6194811
3. Relative Growth Advantages of top lineages: t ections/42
4. https://covid.cd ov/covid-data-tracker Sequence Count
5. Nicknames: https://whn.global/common- 1 [ s
6. Global Lineage 30 day Trends: https:/public.tableau.com/app/profile/raj.rainarayanan/viz/ConvergentLineages- 3
Spiratory-viruse: aw/covid-19- nt.htm| © 2024 Mapbox © OpenStreetMap
Zdroj: Raj Rajnarayanan 4

https://public.tableau.com/app/profile/raj.rajnarayanan/viz/TrackingSARSCoV2LineageXEC-Globally/XEC



47;217 ‘ Virologicka surveillance ARI/ILI/SARI: ECDC Evropa k 37. KT 2024

Primary care sentinel testing

Detections Positivity
* V ramci ARI/ILI virologické sentinel surveillance jednoznacéné =1 e
dominovaly detekce SARS-CoV-2, ato 16 % (11-38 %). saRs-cov-2

Mezitydenni pozitivita testu kolisala, ale celkové vykazovala 3000-
stabilni nebo klesajici trend.

20004
» 715 hlasicich zemi, dvé hlasi nizkou intenzitu chripky. Tfi zemé
hlasi sporadicky a dvé regionalni rozsifeni chfipky.

Detections
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» Detekovany byly hlavné viry chfipky typu A (85 %) a mezi o | ploininiei
subtypovanymi viry chfipky A (n=9) byla smés A(H3) (67 %) a a7 e N e a0

A(H1)pdmO09 (33 %). 5 -

Secondary care sentinel testing

* Podil RSV v sentinel surveillance byl <1 % se stabilnim trendem
velmi nizké cirkulace viru.

Detections Positivity
Influenza
B rsv

SARS-CoV-2 = SARS-CoV-Z

Influenza

RSV

1500+

1000+

Detections

500+

Zdroj: https://erviss.org/ a3

Positivity

Positivity
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Legenda: A — Influenza A; B — Influenza B; HRSV - Respiracni syncytialni virus; HAdV — Adenovirus; HPIV — Parainfluenza; HV - Herpetické viry; MP — Mycoplasma; HMPV — Metapneumovirus;

CoV — Coronavirus; HRV — Rhinovirus; hBoV — Bocavirus; EV — Enterovirus; SM - Smisena infekce



7- o ARI/ILI: sentinel/non-sentinel virologicka surveillance v CR, 38. KT
sz

V kumulované surveillanci sentinelové i nonsentinelové jsou 38. KT
aktudlné nejcastéji detekovany rhinoviry, SARS-CoV-2 a (nedplna
Mycoplasma pneumoniae. Kalendarni tyden (KT) 37.KT data)
Virové respiracni patogeny se vSak na nemocnosti ARI Detekce viru A
projevuji mensim podilem (pouze ve 25 % vysetreni je A H pdm
zachycen virovy patogen, nebo M. pn,). AH,
Nelze vyloucit post-covidové bakteridlni infekce, pripadné B
bakteridlni superinfekce u pertuse. HRSV
HAdV 1
Infekce covid19 je nyni vyvolana dominantné cirkulujici HPIV 3
variantou KP.3.1.1 (potomek JN.1), varianta XEC nebyla v CR HV
potvrzena. MP 73 46
HMPV
CoV 5 5
HRV 29 42
hBoV
EV 3
SARS-CoV-2 23 36
Legenda: A — Influenza A; B — Influenza B; HRSV - Respiracéni syncytialni virus; HAdV — Adenovirus; SM 3 )
HPIV — Parainfluenza; HV - Herpetické viry; MP — Mycoplasma; HMPV — Metapneumovirus; CoV — negativnl' 530 410

Coronavirus; HRV — Rhinovirus; hBoV — Bocavirus; EV — Enterovirus; SM - Smisena infekce

Celkovy pocet vysetreni: 667 544



H5N1 je detekovana RNA viru chripky typu
A v odpadnich vodach nékterych statd,
posledni data uvadi tabulka 1.

Virus je rovnéz detekovan u volné Zijicich
ptakd, tedy v USA se opakuje situace z
Evropy, kdy dosSlo k vymizeni sezénnosti.

CDC hodnoti riziko nakazy pro obyvatele
USA jako nizké.

2024 U.S. Highly Pathogenic Avian Influenza in Livestock @

H5N1 Livestock Detections and H5 Influenza Wastewater Data
Herd detections from 7 Mar to 30 Aug 2024; Wastewater data from 16 May to 4 Sep 2024 ) @FluRadar_
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WastewaterSCAN Sites Influenza A(H5N1) Detections in Livestock
H5 Marker has been detected at 29 wastewater sites in 9 states. 198 herds confirmed (196 dairy herds, 1 alpaca herd, 1 goat herd) in 14 states.
@ H5 detected at the site H5 not detected at the site Reported affected states M Reported affected counties*

*Some herd detection counties are reported to WOAH with altered location for privacy: CA (Sacramento), CO (Broomfield), WY {Albany), SD (Hughes), OK (Oklahoma), and NC (Wake)
Data Sources (as of Sep 9, 2024): WastewaterSCAN: These data were collected as part of a partnership between Stanford University, Emory University, and Verily funded
philanthropically through a gift to Stanford University. Citation: Boehm, AB.. Wolfe, M.K., Wigginton, K R. et al. Human viral nucleic acids concentrations in wastewater solids from
Central and Coastal California USA. Sci Data 10, 396 (2023) | World Organisation for Animal Health (WOAH) | Minnesota Board of Animal Health

H5N1 — detekce viru v USA

number

HsN1-infected livestock herds
cumulative national tally: 198**

80

60

198 stad ve 14 statech

State

[ “states' tallies; **combined USDA + states' tallies

Prehled statll v s infikovanymi stady dojnic v
USA v poslednich 30 dnech (zdroj CDC)

as of September 6, 2024
Last reported confirmed detection Friday, August 30, 2024 Download Data
Data updated weekdays by 12pm Eastem

HPAI Confirmed Cases in Livestock Herds
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Most recent herd detection

August 30,2024 California

Colorado herd quarantine stats

Total herds released 42
Total herds in quarantine 2

Estimated average herd

quarantine duration (days)* AY

-86%

Colorado, 64

Idaho, 31

Texas, 24

lowa, 13

Minnesota, 10
New Mexico, 9
South Daketa, 7

Kansas, 4
California, 3

Oklahoma, 2

North Carolina, 1 Ohio, 1 Wyoming, 1

Apr May Jun Jul Aug Sep
D Mi 1p S 1A MN NM sD KS CA 0K NC

28] 13] 9] O B B

OH wy

NOTE: This figure shows the cumulative number of lab-confirmed HSN1 cases in livestock by state over time. Each line represents the total cases reported in a state,
accumulating as new cases are confirmed. | AFFECTED SPECIES: MN includes 1 goat farm, ID includes 1 alpaca farm, and others are dairy herds
30-DAY CHANGE (%): Change between confirmed cases in the most recent 30 days vs. the 30 days prior | AVERAGE HERD QUARANTINE DURATION (DAYS): Estimated
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Binding Site for Influenza Hemagluttinin Protein

Human Avian, some Swine

Siteni viru ve stadech krav sledujeme pro pfitomnost savéiho a ptaciho receptoru
pro viry ptaci chfipky v mlécné Zlaze skotu. Je otazkou, zda mohou kravy hrat roli
mixazni nadoby pro virus chripky obdobné jako prasata. Virus se od pocatku roku
Sifi ve statech USA (viz obr vpravo nahore), v poslednich 30 dnech se Sifi
predevsim v Kalifornii a Michiganu (potvrzeno 18 nové infikovanych stad).

C) Obrazek distribuci viru ptaci chripky. D) silnou jadernou a intracytoplazmatickou
imunoreaktivitu intaktnich a odloupnutych epitelialnich bunék v alveolech mlécné
Zlazy. doi: 10.3201/eid3007.240508 10.3390/ijerph14030263




Influenza A(H5N1) infections reported in humans, 2003-2024

Influenza A(H5N1) infections
2003-2024

7aY, World Health
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Influenza A(H5) infections reported in humans, 2018-2024

Humanni infekce

IV Asie: 2.3.2.1
1/2003 - 07/2024 260 pFipadd, CFR 55%.

KambodzZa 10 ( 1 x reassortment 2.3.2.1c a 2.3.4.4b)
Od 2003 - 72 ptipadl, 43 umrti (smrtnost 59,7 %).

Australie 1

Cina 1

Vietnam 1

USA—-2.3.4.4b

14 pripadd (4 x expopzice infikovana stada, 9x expozice driibez), 1
bez epid. souvislosti, 3 suspektni pfipady mezilidského prenosu se
vySetruji (budou pouze serologickd data)

Influenza A(H5N1) infections reported in humans, 2018-2024

Monthly incidence of cases
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Monthly incidence of cases of influenza A(H5N1) by reporting country
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H5N1 — detekce viru v USA

Doporuceni ECDC v ramci prevence prenosu ptaci chfipky na ¢lovéka:

Neomezovat virologickou surveillance pouze na respiracni sezénu.

Subtypovat vSechny SARI vzorky pozitivni na chfipku typu A, a v pripadé onemocnéni encefalitidou ci
meningoencefalitidou zvazit i vySetreni na chripku A. VSechny tyto vzorky je tfeba zasilat do NRL.

Informovat Iékare o symptomech typickych pro infekci H5N1 (respiracni onemocnéni, konjuktivitidy, encefalitidy a
meningoencefalitidy) a v pripadé pozitivni epidemické anamnézy zajistit vysetreni na chripku A.

V ohniscich ptaci chfipky zvysit epidemicky dohled nad osobami vystavenymi riziku nakazy.

Zvazit serologické vysetreni infekci exponovanych osob.

Na zakladé aktualné dostupnych informaci WHO/ECDC hodnoti soucasné riziko pro obecnou populaci, které tento
virus predstavuje, jako nizké.

V soucasnosti detekuje SVS ohniska H5N1 u dribeze a ohniska v populacich volné Zijicich ptakud. Pfesto je vhodné
subtypovat vSechny vzorky pozitivni na chripku typu A a v pfipadé onemocnéni encefalitidou ¢i meningoencefalitidou
zvazit i vySetreni na chripku A. VSechny tyto vzorky je tfeba zasilat do NRL.

Inaktivovana vakcina pro dospélé: Seqirus A/Astrakhan/3212/2020 (H5N8)-like strain (CBER-RG8A) (clade 2.3.4.4b) EMA)

ECDC zdroj:
https://www.ecdc.europa.eu/sites/default/files/documents/Enhanced%20test%200f%20severe%20avian%20influenza%

20virus%20infections.pdf
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Zavér: Ptaci chfipka A/H5N1 v USA; ARI/ILI v Evropé a CR 37. resp. 38. KT

Ptaci chfipka A/H5N1 v USA:

* V USA interhumanni prenos neni oficialné potvrzen, ale soucasna situace naznacuje, ze pacient z Missouri, ktery byl s
infekci HSN1 hospitalizovan se nakazil od ¢lena domacnosti, ktery rovnéz popira epidemicky kontakt se zoonotickym
zdrojem. Dale jsou vySetrovani dva symptomaticti zdravotnici, ktefi o pacienta pecovali.

* CDC/WHO a ECDC stale hodnoti riziko pro ¢lovéka jako nizké.

SARS-CoV-2 Evropa, ARI/ILI WHO a EU/EHP v 37. KT:

Sledujeme narlst detekci SARS-CoV-2 a nové varianty XEC. XEC v posledni dobé patfi ke sledovanym variantdm se
schopnosti rychlého Sifeni. XEC patfi mezi potomky JN.1 a je rekombinantou potomk{ JN.1: KS.1.1 a KP.3.3. Zatim neni
zfejmé, zda se namisto KP.3.1.1 stane pfi$ti dominantni variantou, ale jeji dominanci mGZeme v CR olekdvat v fijnu. Varianta
XEC tvofi v evropskych datech 9 % detekci.

ARI/ILI CR v 38. KT - aktualizovat:

V kumulované survaillanci sentinelové i nonsentinelové jsou aktualné nejcastéji detekovany rhinoviry, SARS-CoV-2 a
Mycoplasma pneumoniae.

Virové respiracni patogeny se vSak na nemocnosti ARI projevuji mensim podilem (pouze ve 25 % vysSetfeni je zachycen virovy
patogen, nebo Mycoplasma pneumoniae).

Nelze vyloucit post-covidové bakterialni infekce, prfipadné bakterialni superinfekce u pertuse.

Infekce covid19 je nyni vyvoldna dominantné cirkulujici variantou KP.3.1.1 (potomek JN.1), varianta XEC nebyla v CR
potvrzena.

Autofi zprdvy: RNDr. Helena Jifincovd, Timotej Suri MSc., Alena Janypkovd,



